In situ localization of EFM expression in serial sections of shoot apices during the floral transition. Serial longitudinal sections of a shoot apex of a 9-day-old wild-type plant were hybridized with the EFM antisense probe (upper panels) and the sense probe as a control (lower panels). (C) EFM expression does not exhibit a diurnal oscillation under LDs. Nine-day-old wild-type plants grown under LDs were harvested at 2-hr intervals over a 24-hr period. Sampling time is expressed in hours as Zeitgeber time (ZT), which is the number of hours after the onset of illumination. Gene expression was determined by quantitative real-time PCR and normalized against TUB2 levels. The lowest expression level of each gene is set as 1. Error bars indicate SD. 
SUPPLEMENTAL EXPERIMENTAL PROCEDURES

Plasmid Construction
For the complementation test, a 5.8-kb EFM genomic fragment (gEFM) including the 3.5-kb upstream sequence and 2.3-kb full coding region plus introns was amplified and cloned into pHY105 (Liu et al., 2007) . To construct gEFM-GFP, the cDNA encoding GFP was cloned into pHY105, and the resulting plasmid was further incorporated with the EFM genomic fragment. The gEFM-GFP fragment was cloned into pENTR and then recombined into pGWB by Gateway LR recombination (Invitrogen). To construct EFM:GUS, the EFM genomic fragment was amplified and cloned into pHY107 (Liu et al., 2007) . To construct AmiR-efm, design of the AmiR was performed using an online-based software (http://wmd2.weigelworld. org). Based on the EFM sequence, four primers were generated and used for the PCR amplification according to the published protocol (Schwab et al., 2006) . The resulting PCR fragment was digested with EcoRI and BamHI, and cloned into pGreen 0229-35S vector (Yu et al., 2004) . To construct KNAT1:EFM and SUC2:EFM, the cDNA encoding EFM was amplified and cloned into pGreen-SUC2 and pGreen-KNAT1 (Liu et al., 2012) . To construct 35S:JMJ30-6HA, the cDNA of JMJ30 was amplified and cloned into pGreen-35S-6HA (Liu et al., 2008) .
Expression Analysis
Total RNA was extracted using FavorPrep TM Plant Total RNA Purification Mini Kit (Favorgen) and reverse transcribed with M-MLV Reverse Transcriptase (Promega) according to the manufacturers' instructions. Quantitative real-time PCR was performed using three biological replicates with three technical replicates each on 7900HT Fast Real-Time PCR systems with SYBR Green PCR Master Mix (Applied Biosystems). Semi-quantitative RT-PCR and nonradioactive in situ hybridization were carried out as previously described (Yu et al., 2002) . Primers used for gene expression analysis are listed in Supplemental Experimental Procedures. GUS staining and quantitative analysis of GUS activity were carried out as previously described (Jefferson et al., 1987; Yu et al., 2000) .
List of Primers Used in This Study
Primers for quantitative real-time PCR
Gene name Primers
Primers for ChIP assays 
EFM-1 5'-CCAAATGTGCCAATTCATGCTGGG-3' 5'-GGTTCTACATGGAACCTAGTTTGCC-3' EFM-2 5'-CCAGTCATTGTGGTATTATTCCC-3' 5'-GGTTTGAACAAATGCGACCAACC-3' EFM-3 5'-ACGAGTAGTCCAAGTTACGTTCCG-3' 5'-GGTCTATATGGGAGAAACTATGCC-3' EFM-4 5'-TGATCAATCGTTATCTCTGTC-3' 5'-CAAATATTCTTCTACCACCTTC-3' EFM-5 5'-CTTCCTCTTTTCTCCTTTAGCCTC-3' 5'-GGTGTATCATGTGTGACTCTCA-3' EFM-6 5'-AATACACCTCCTTAGTCTCTCCCTCTC-3' 5'-GTGGACACAAGGAGGATCAC-3' EFM-7 5'-AAACAAATAAGGGAACTCATG-3' 5'-ACCAAATGTGGACCTGGCCCA-3' EFM-8 5'-TCTCAGTAGAAAATGAATCACAG-3' 5'-AACTAAAGTAAACACAGACACG-3' EFM-9 5'-ACACTTTCATAAACAAGTCC-3' 5'-GGTTTCTTCTGCAGATTCTGT-3' EFM-10 5'-CCTTAACAATGGTACATATATCC-3' 5'-AGAAATCAAAAGCAAGCTCTGAT-3' EFM-11 5'-GTAATAGAAAGGCACGACGTT-3' 5'-GGTGACTCAAATATCATGTCTAC-3' SOC1 5'-GGGAGGGAAAAAGATGTGTATG-3' 5'-TGGACGCTTGAAACCTCATCCT-3' FT-1 5'-ACGTTCTTCATCTCCCTTTG-3' 5'-CAATGCATCACTATTTCCTAAG-3' FT-2 5'-TTAATCAACGTGGAGATGAAAG-3' 5'-GAAGTGGAAATGAATGTTAGG-3' FT-3 5'-TAGTGAAGTGAGACATCTTGG-3' 5'-AGGAAGTAGTGTAAAACAATCG-3' FT-4 5'-TATATATCTTTCCGATGACATGG-3' 5'-AAAAATTGCCCTGAGAAAACC-3' FT-5 5'-TTCTATGATTTCTCATGAACCG-3' 5'-GAACACTAAAATGTAGAAGAACC-3' FT-6 5'-CTTACATATTATTTGAGAAGTCGC-3' 5'-TGGTTTATTATCTGCAAGTCTTAG-3' FT-7 5'-CCAATCTTCGTAATCCAAAAGGT-3' 5'-GTTTGTGCTTCTTAAACAACTTCT-3' FT-8 5'-ATCTCTATGTTCAGTTTTTGATGG-3' 5'-AACGAAAACATTTTGGTTGGTTG-3'
